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Souhrn:

Celd tada patogennich agens je vyluCovana exkrementy infikovanych osob jesté pred
projevem samotnych klinickych pfiznaki onemocnéni. Pravé epidemiologicky pfistup k
odpadnim vodam (WBE — wastewater based epidemiology), ktery pouziva kvantitativni
méteni lidskych biomarkerii v odpadnich vodach za uc¢elem hodnoceni Zivotniho stylu, zdravi
a expozice populace nejriznéjSim latkdm ¢i patogeniim, lze vyuzit pii predikci potencidlniho
Sifeni infekci. V soucasné dobé je takovyto model predikce diskutovan s vyskytem
onemocnéni COVID-19. Podobnéa data lze ziskat i sledovanim dal$ich virovych agens (napf.
virus hepatitidy A, virus hepatitidy a noroviry), kterd jsou vyznamnymi pivodci epidemii.
Proto byl ve vybranych &istirnach odpadnich vod (COV) sledovan vyskyt SARS-CoV-2,
humannich norovirQ, viru hepatitidy A a viru hepatitidy E. Ve dvou na sebe navazujicich
odbérech bylo molekularné biologickymi metodami vystfeno celkem 56 vzorkl vody, které
byly odebrany na vstupu do COV, béhem ¢&istirenskych procesii a na vystupu COV. SARS-
CoV-2 byl prevazné prokazan ve vodé pouze na vstupu do COV (6 vzorki), v jednom vzorku
odebraném béhem technologického cCisténi a v jednom vzorku vystupni vody. Oproti tomu
humanni noroviry byly detekovany jak ve vstupni vod¢ (4 vzorky), béhem Cdistirenskych
procesti (3 vzorky) tak na vystupu z COV (5 vzorkii). Virus hepatitidy A a virus hepatitidy E
nebyl prokézan ani v jednom analyzovaném vzorku. Z vysledkl pfedchozich studii je zfejmé,
7e se humanni noroviry se v povrchové vodé na naSem izemi vyskytuji. Moznou pfitomnost
téchto agens ve vodé odtékajici z COV je nutné vzit v potaz v piipadé hodnoceni rizik
spojenych s moZznymi kontaminacemi vodnich zdroj, pfi¢emzZ ziskand data musi byt
interpretovana obezietné a ddvana do SirSich souvislosti.

Summary:

Several pathogenic agents are excreted in faeces of infected individuals before the onset of the
clinical symptoms of the disease. Wastewater Based Epidemiology (WBE) approach uses
guantitative measurements of human biomarkers in wastewater to assess lifestyle, health and
population exposure to a variety of substances or pathogens that can be used to predict the
potential spread of infections. Currently, such a prediction model is being discussed with the
incidence of COVID-19. Similar data can be obtained by monitoring other viral agents (e.g.
hepatitis A virus, hepatitis E virus and noroviruses), which are important causes of epidemics.
Therefore, the occurrence of SARS-CoV-2, human noroviruses, hepatitis A virus and hepatitis
E virus was monitored in selected wastewater treatment plants (WWTPS). In two consecutive
sampling occasions, a total of 56 water samples (intake, procedure and outlet of WWTPs)
were collected and analysed by molecular methods. SARS-CoV-2 was mainly detected in the
water only at the inlet to the WWTPs (6 samples), in one sample taken during the
technological treatment and in one sample of the outlet water. In contrast, human noroviruses
were identified in the inlet water (4 samples), as well as during the treatment processes (3



samples) and at the outlet of the WWTP (5 samples). Hepatitis A virus and hepatitis E virus
were not found in any of the analysed samples. Based on results of previous studies,
contamination caused by human noroviruses occurs in surface water in the Czech Republic.
The possible presence of these viruses in the water flowing out of the WWTP must be taken
into account when assessing the risks associated with possible contamination of water
sources. In the process, the data obtained must be interpreted with caution and put into a
broader context.



